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Curation overview

Bibliography
~2,870 references

Ref-to-gene curation
~1,330 papers (curators)
~1,150 papers (authors)

Genetic reagents
~23,220 alleles
~1,460 papers

Phenotypes
~7,660 annotations
~295 papers

Functional data (GO)
~3,020 annotations
from ~715 papers

Gene expression
~1,570 annotations
from ~1100 papers

Gene Groups &
Signaling Pathways
~70 new gene groups
1 new pathway

scRNA-seq datasets
~10 datasets
~370 single cell clusters

Experimental Tools
~80 tools

Genome features
~640 features
from ~210 papers

Disease models
~1,510 allele assoc.
~65 new disease rep.

Physical interactions
~845 interactions
from ~180 papers

Gene models
~10 new models

Cell lines
~320 associations
~10 new reports

Chemicals
~5,370 associations
from ~1,490 papers

Ontologies
~482 fly anatomy terms
~46 other terms




Expression: Fly Cell Atlas scRNA-seq data
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adult cell types - Fly Cell Atlas scRNA-seq
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Expression: miRNA histograms

= FiyAtias2 Anatomy mIRNA RNA-Seq

back-to-back, scaled to maximum expression
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= Development miIRNA RNA-Seq (Mohammed and Lal, 2016)

linear, scaled to maximum expression
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Function: GO ribbons and stacks

molecular function
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Function: GO ribbon stack from HitList
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Function: Export to PANGEA (GSEA tool) from HitList
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Catalytic Activity (EC/Rhea)

Function: enzyme reaction graphics

6-phosphofructokinase activity

RHEA 16109:
ATP B-D-fructose 6-

phosphate

ATP + beta-D-fructose 6-phosphate = ADP + beta-D-fructose 1,6- bisphosphate + H(+) (2.7.1.11)

ADP -D-fructose 1,6-

bisphosphate




Function: protein & ncRNA structures
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Variant molecular consequences

Variant

deletion C.>C
3R:11,963,124..11,964,369

NT_033777.3:0.11963124_11964369del

insertion C > C.
3R:11,963,170..11,963,171

NT_033777.3:0.11963170_11963171ins

point_mutation C>T
3R:11.963,298
NT_033777.3:9.11963298C>T

point_mutation A>C
3R:11,963,623
NT_033777.3:9.11963623A>C

Affected Genes

aurA

consequence:
splice_acceptor_variant,
splice_donor_variant,
start_lost,
5_prime_UTR_variant,
intron_variant

impact: HIGH

aurA
consequence:

5_prime_UTR_variant
impact: MODIFIER

aurA
consequence:

missense_variant
impact: MODERATE

aurA
consequence:

missense_variant
impact: MODERATE

Related Alleles

aurA®'

Y03400

aurAt

assoc. with P{EPgy2)aurA[EY03490)

aurA’

aurA’

Affected Transcripts

aurA-RA

consequence:
splice_acceptor_variant,
splice_donor_variant,
start_lost,
5 _prime_UTR_variant,
intron_varniant

impact: HIGH

aurA-RA

consequence:
5_prime_UTR_variant

impact: MODIFIER

aurA-RA
consequence:
missense_variant

impact: MODERATE

aurA-RA
consequence:

missense_variant
impact: MODERATE




Orthology updates

P-I*?;P-T - OrthoDB

DRSC integrative
ortholog prediction tool

e Orthologs in humans and model e Orthologs in other insects & arthropods
organisms e Now retrieved via live API call
e Updated to v9.1 o Always up-to-date (v11)

o 14 different algorithms
o A. gambiae and E. coli added



Outreach: ‘New to Flies’ and FAQ update

FlyBase:New to Flies

FlyGase & & deitase of ponelc and molecuier dels i 0. melinogeaier and oher Dol
sucierce of rensarch prolasscrais. The resources inted here may De sspecialy vashyd

For & guick ook af arswers 10 common issues, chack out the Froguestly Asked Quest)

——2

New
to
Flies?

New To Flies?

Comtenty | e
1 Laarirg ow © use Deoocphia
Laarnrg DAoOnvia geretcs

S
3 Exdetse Rosources on P FiyBuse W
4 How © ume MNylless

$

SO MedA WG NS Page

Leaming how to use Drosophila
A basic introduction 1o Droacphila can be found & Bese webnlon

A O 10 (1P TROpAD 1 ELAC ALY

o Fiy & oM e Fiy Fesearch Pons

o Pt V. maget and movied Gestring Drasopivia Gevelogrrent

o pervre wih da ! ay Cou ods SC Laknota st MA

Fanganeh # leatures 85 2eoiacols commondy weed n Drosophia abs. for wie
Dy S0l undergradiuste e and researchers
“ )

o Dvosopnia metanogasie el Vot Facent Adva

K Pory ¥ 2 daoase mode' conlered riroducton

Cromgtda Worery Ure' A -
lebormoey mamusl o woring wih
Cwa0cphia

FlyBase:FAQ

FiyBase FAQ
1. Duik data retrieval

2. 0 melancgaster ae & model crganism

[tepand]

{Fxpand]
3. Fast Treck Your Paper {Expand]
4. MyBase Community Advisory Group [Coltazse|
4.1, How can | join Ba MyBlase Community Advisory Grosp (FCAG)?

Pess 1 n e FCAG regaration form e

42 1 am » current member of the FCAG. | have
Setalln?

d 10 & now Inatitusion, 80 could you please update my

Piasss M n 1o FOAG rogaascon e ¥, 50 Wl wo G UGS yOur wApImation In O Gatadans

5 FiyBase hee [Cotiagne|
S.1. How can | pay the FiyBase fee? Can | pay the foe for sy entive labinstiution/'company T
You can pay Be Fiytiase e o . We a0 Save & dodcaied FiySiase Fom FACS . Mesas corfact un g

20 decuss e sonal departmentaloomonane lees

€ FlyBGase people detabase
6.1, ¥ FiyBase people datadese siil active?

No, e FiyBase peopie database wis reteed

7.  Gosome browser (JBeowse snd Giirowss) [Cottasea]
7.1, s Glirowss Being Sscontinued?
Yoo Gibrowae s no longer being martamect. and GIvowss access will be dacortnued in Fiyflase reiease
FRI20Z 08 AN GErowse Wacks and eahures e fOw M50 avadabis n JSrowse. Ploase use JEvowse & e your
QuUenes




Outreach: Fly Lab List

Link

Lo

Lk

Link &

Loy

Lk

Ly
Link %
Lk e

Linko

FlyBase:Fly Lab List
Drosophia)
The current st can also be downfoaded as an Excel Ne
¥ you wish 0 revise your lab's entry. ploase uso Ts lorm 4
Lab head name
First ¢ Midde ¢ Last
Jussca X Abbon
s Abdu
Homann Aberie
Elzaboth Abies
Amos 0 Abalap
Johey v Abrams
Jary [ Acharya
Takashi Acachi-Yamada
Wichael E Adams
Christol v Aegorier
Ston Aarts
Marks ANORor

¥ your I i N 0N e B3t a0 you wish 10 83d I, plasse use tha form @ Note the PULAL must have & webeite 10 De included

I you wish 10 remove your entry Bom the st of o Aot CONSISr your b 10 B an active Fly Lab, ploase opt Out using this form &

Last updated: 20th October 2023 (1,939 entries)

Institution L]

Lund Uriversty
Ben-Gurion Univorsity of
e Nogev

Heinrich Heine
Urrversty Dusseddont
East Carobna University
Unrversty of acan
University of Texas

City
Lo

Bear Sheva

DOsseldont
Greenvile
Ibacan

Datss

Frederick
Tokyo
Riversice
Zorich

Lowen

Toxss

Catioenia

The Fly Lab List' is an ongoing project aiming 1o generate an accurade hst of all active labs undertaking a substansial fraction of Sek resoarch using Drosophita (any specios of

¢ StmeProvince/Prefocture ¢ Country ¢

Swedon

Iseanl

Germary
USA
Nigons

USA

USA

Japan

usa
Switzerland

Belgum

Switzetiand

Additional
affilistion(s)




Outreach: FlyBase publications

Citing FlyBase
About* Help~ Archi If you have used FlyBase during your research project, we urge you 10 cite us in your published work, We recommend that
you use our latest Genetics Knowledgebase and Database Resources publication:

Gramates LS, Agapite J, Attrill H, Calvi BR, Crosby M, dos Santos G Goodman JL, Goutte-Gattat D, Jenkins V,
Kaulman T, Larkin A, Matthews B, Millburn G, Strelets VB, and the FlyBase Consortium (2022) FlyBase: a guided
tour of highlighted features. Genetics, Volume 220, Issue 4, Apnl 2022, lyac035#

Release Notes
New In This Release
Release Schedule

FlyBase Positions
Citing FlyBase FlyBase Publications

FlyBase Licensing D
x Gene Oniology Consortum (2023
FlyBase Consortium ’ ey
The Gene Ontology knowledgebase In 2023,
Flydase Publications —__ | Genetics 224(1):iyad031. DOI10.1083igensticaiysdi3) &

FlyBase Presentations \
Grants Supporting FlyBase Hu Y, Comjean A, Attrill H, Amonazzo G, Thurmond J, Chen W, LI F, Chao T, Moty SE, Brown NH, Perrimon N. (2023)

PANGEA: a new gene set ensichment 100! for Drosophila and common research organisms,
Nudeic Acids Res:ghad331. DOI10.1060 nargkad33 1 # FBAR56960 €

Marygold SJ and the FlyBase Consortium (2023)
Exploring FlyBase Data Using QuickSearch (Updated protocol)
Current Protocols 3:0731. DOIL10.1002%cpz1.731 % FEA0286232 4




Coming soon...

e Macromolecular complex reports

e Better representation of split-GAL4 lines & combinations
e ‘Gene toolkit

e Metabolic pathways

e Further integration with the @/;;%ALLIANCE

@ of GENOME RESOURCES



Notifications and help

i_“ F'YBase Tools* Downloads~ Links~ Community~ Species~ About~ Help~ @ Archives~

Fast-Track Your Paper

FlyBase Community
Advisory Group

Fly Lab List

Recent Papers With
Technical Advances

Gene Snapshots
FlyBase Forum
Newsletter

FlySlack Community
Twitter

Fly Board

NIH Funding

Release Notes

New In This Release
Release Schedule
FlyBase Positions
Citing FlyBase
FlyBase Licensing
FlyBase Consortium
FlyBase Publications
FlyBase Presentations

Grants Supporting FlyBase

FlyBase Wiki:
Help Index
Tool help
Report help
FlyBase FAQ
Info for Authors
Linking to/from FlyBase
Nomenclature
Curation documentation

New to Flies?

Video Tutorials (4
FlyBase For Developers

Contact FlyBase
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